
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

P30154 2AAB_HUMAN Homo
sapiens

Serine/threonine-
protein
phosphatase	2A
65	kDa
regulatory
subunit	A	beta
isoform

25.77105 NaN NaN 40914422;23301498;34019948;285
10447

MAGASELGTGPGAAGGDGDDSLYPI
AVLIDELRNEDVQLRLNSIKKLSTIAL
ALGVERTRSELLPFLTDTIYDEDEVL
LALAEQLGNFTGLVGGPDFAHCLLP
PLENLATVEETVVRDKAVESLRQISQ
EHTPVALEAYFVPLVKRLASGDWFT
SRTSACGLFSVCYPRASNAVKAEIRQ
QFRSLCSDDTPMVRRAAASKLGEFA
KVLELDSVKSEIVPLFTSLASDEQDS
VRLLAVEACVSIAQLLSQDDLETLVM
PTLRQAAEDKSWRVRYMVADRFSEL
QKAMGPKITLNDLIPAFQNLLKDCE
AEVRAAAAHKVKELGENLPIEDRETI
IMNQILPYIKELVSDTNQHVKSALAS
VIMGLSTILGKENTIEHLLPLFLAQL
KDECPDVRLNIISNLDCVNEVIGIRQ
LSQSLLPAIVELAEDAKWRVRLAIIEY
MPLLAGQLGVEFFDEKLNSLCMAW
LVDHVYAIREAATNNLMKLVQKFGT
EWAQNTIVPKVLVMANDPNYLHRM
TTLFCINALSEACGQEITTKQMLPIV
LKMAGDQVANVRFNVAKSLQKIGPI
LDTNALQGEVKPVLQKLGQDEDMD
VKYFAQEAISVLALA

True False 4.611 4.285 1.333 1.026 0.787 2.746


