UniprotkB Entry name |organism [full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus jmitochndrion em!oplasmlc golgi plasma
ID sites sites reticulum apparatus membrane
P30154 2AAB_HUMAN |Homo Serine/threonine-|25.77105 NaN NaN 40914422;23301498;34019948;285 MAGASELGTGPGAAGGDGDDSLYPI (True False 4.611 [4.285 [1.333 1.026 0.787 2.746
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