UniprotKB Entry name organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma eth:acell"
ID sites reticulum |apparatus membrane [region
P30305 MPIP2_HUMAN [Homo M-phase 18.379595 NaN S42;5169;S249;S323;5353;5375;S4 |30379171 MEVPQPEPAPGSALSPAGVCGGAQR (True False 4.791 |4.784 [1.924 1.527 0.903 1.705 1.74
sapiens |inducer 70;S563 PGHLPGLLLGSHGLLGSPVRAAASS
phosphatase PVTTLTQTMHDLAGLGSETPKSQVG

2

TLLFRSRSRLTHLSLSRRASESSLSS
ESSESSDAGLCMDSPSPMDPHMAE
QTFEQAIQAASRIIRNEQFAIRRFQS
MPVRLLGHSPVLRNITNSQAPDGRR
KSEAGSGAASSSGEDKENDGFVFK
MPWKPTHPSSTHALAEWASRREAF
AQRPSSAPDLMCLSPDRKMEVEELS
PLALGRFSLTPAEGDTEEDDGFVDIL
ESDLKDDDAVPPGMESLISAPLVKTL
EKEEEKDLVMYSKCQRLFRSPSMPC
SVIRPILKRLERPQDRDTPVQNKRRR
SVTPPEEQQEAEEPKARVLRSKSLC
HDEIENLLDSDHRELIGDYSKAFLLQ
TVDGKHQDLKYISPETMVALLTGKF
SNIVDKFVIVDCRYPYEYEGGHIKTA
VNLPLERDAESFLLKSPIAPCSLDKR
VILIFHCEFSSERGPRMCRFIRERDR
AVNDYPSLYYPEMYILKGGYKEFFPQ
HPNFCEPQDYRPMNHEAFKDELKT
FRLKTRSWAGERSRRELCSRLQDQ




