
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

0

P30414 NKTR_HUMAN Homo
sapiens

NK-tumor
recognition
protein

16.682301 S274;S685;T990;S1390 S379;S401;S416;S463;S471;S613;S
648;S866;S887;S889;S891;S907;S1
077;S1146;T1155;S1203

30379171;37217939 MGAQDRPQCHFDIEINREPVGRIMF
QLFSDICPKTCKNFLCLCSGEKGLG
KTTGKKLCYKGSTFHRVVKNFMIQG
GDFSEGNGKGGESIYGGYFKDENFI
LKHDRAFLLSMANRGKHTNGSQFFI
TTKPAPHLDGVHVVFGLVISGFEVIE
QIENLKTDAASRPYADVRVIDCGVLA
TKSIKDVFEKKRKKPTHSEGSDSSS
NSSSSSESSSESELEHERSRRRKHK
RRPKVKRSKKRRKEASSSEEPRNKH
AMNPKGHSERSDTNEKRSVDSSAK
REKPVVRPEEIPPVPENRFLLRRDMP
VVTAEPEPKIPDVAPIVSDQKPSVSKS
GRKIKGRGTIRYHTPPRSRSCSESDD
DDSSETPPHWKEEMQRLRAYRPPS
GEKWSKGDKLSDPCSSRWDERSLS
QRSRSWSYNGYYSDLSTARHSGHH
KKRRKEKKVKHKKKGKKQKHCRRH
KQTKKRRILIPSDIESSKSSTRRMKS
SCDRERSSRSSSLSSHHSSKRDWSK
SDKDVQSSLTHSSRDSYRSKSHSQS
YSRGSSRSRTASKSSSHSRSRSKSRS
SSKSGHRKRASKSPRKTASQLSENK
PVKTEPLRATMAQNENVVVQPVVAE
NIPVIPLSDSPPPSRWKPGQKPWKPS
YERIQEMKAKTTHLLPIQSTYSLANI
KETGSSSSYHKREKNSESDQSTYSK
YSDRSSESSPRSRSRSSRSRSYSRSY
TRSRSLASSHSRSRSPSSRSHSRNK
YSDHSQCSRSSSYTSISSDDGRRAKR
RLRSSGKKNSVSHKKHSSSSEKTLH
SKYVKGRDRSSCVRKYSESRSSLDYS
SDSEQSSVQATQSAQEKEKQGQME
RTHNKQEKNRGEEKSKSERECPHS
KKRTLKENLSDHLRNGSKPKRKNYA
GSKWDSESNSERDVTKNSKNDSHP
SSDKEEGEATSDSESEVSEIHIKVKP
TTKSSTNTSLPDDNGAWKSSKQRTS
TSDSEGSCSNSENNRGKPQKHKHG
SKENLKREHTKKVKEKLKGKKDKK
HKAPKRKQAFHWQPPLEFGEEEEE
EIDDKQVTQESKEKKVSENNETIKD
NILKTEKSSEEDLSGKHDTVTVSSDL
DQFTKDDSKLSISPTALNTEENVACL
QNIQHVEESVPNGVEDVLQTDDNM
EICTPDRSSPAKVEETSPLGNARLDT
PDINIVLKQDMATEHPQAEVVKQES
SMSESKVLGEVGKQDSSSASLASAG
ESTGKKEVAEKSQINLIDKKWKPLQ
GVGNLAAPNAATSSAVEVKVLTTVP
EMKPQGLRIEIKSKNKVRPGSLFDE
VRKTARLNRRPRNQESSSDEQTPSR
DDDSQSRSPSRSRSKSETKSRHRTR
SVSYSHSRSRSRSSTSSYRSRSYSRS
RSRGWYSRGRTRSRSSSYRSYKSHR
TSSRSRSRSSSYDPHSRSRSYTYDSY
YSRSRSRSRSQRSDSYHRGRSYNRR
SRSCRSYGSDSESDRSYSHHRSPSE
SSRYS

True False 4.178 4.659 4.022 1.118 0.828


