
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

P30415 NKTR_MOUSE Mus
musculus

NK-tumor
recognition
protein

42.807294 NaN S379;S401;S416;S611;S646;S880;S
882;S884;S900;S1139;S1148;S1195

40997131;29187734;28528544 MGAQDRPQCHFDIEINREPVGRIMF
QLFSDICPKTCKNFLCLCSGEKGLG
KTTGKKLCYKGSTFHRVVKNFMIQG
GDFSEGNGKGGESIYGGYFKDENFI
LKHDRAFLLSMANRGKHTNGSQFFI
TTKPAPHLDGVHVVFGLVISGFEVIE
QIENLKTDAASRPYADVRVIDCGVLA
TKLTKDVFEKKRKKPTCSEGSDSSS
RSSSSSESSSESEVERETIRRRRHKR
RPKVRHAKKRRKEMSSSEEPRRKRT
VSPEGYSERSDVNEKRSVDSNTKRE
KPVVRPEEIPPVPENRFLLRRDMPAI
TVEPEQNIPDVAPVVSDQKPSVSKSG
RKIKGRGTIRYHTPPRSRSHSESKDD
DSSETPPHWKEEMQRLRAYRPPSGE
KWSKGDKLSDPCSSRWDERSLSQR
SRSWSYNGYYSDLSTARHSDGHHK
KHRKEKKFKHKKKAKKQKHCRRHR
QTKKRRIVMPDLEPSRSPTHRMKSS
CVRERRSRASSSSSHHSSKRDWSKS
DQDDGSASTHSSRDSYRSKSHSRSD
SRGSSRSRAVSKSSSRSLNRSKSRSS
SRSGPRRTSISPKKPAQLSENKPVKT
EPLRPSVPQNGNVLVQPVAAENIPVI
PLSDSPPPSRWKPGQKPWKPSYERI
QEMKAKTTHLLPVQSTYSLTNIKATV
SSSSYHKREKPSESDGSAYSKYSDRS
SGSSGRSGSKSSRSRSSSRSYTRSRS
RSLPTSRSLSRSPSSRSHSPNKYSDG
SQHSRSSSYTSVSSDDGRRAMFRSN
RKKSVTSHKRHRSNSEKTLHSKYVR
GREKSSRHRKYSESRSSLDYSSDSD
QSHVQVYSAPEKEKQGKVEALNDK
QGKGREEGKPKPEWECPRSKKRTPK
DHSRDDSVSKGKNCAGSKWDSESN
SEQDVTKSRKSDPRRGSEKEEGEAS
SDSESEVGQSHIKAKPPAKPPTSTFL
PGSDGAWKSRRPQSSASESESSCSN
LGNIRGEPQKQKHSKDDLKGDHTK
RAREKSKAKKDKKHKAPKRKQAFH
WQPPLEFGDDEEEEMNGKQVTQDP
KEKRHVSEKCEAVKDGIPNVEKTCD
EGSSPSKPKKGTLEQDPLAEGGHDP
SSCPAPLKVEDNTASSPPSAQHLEE
HGPGGGEDVLQTDDNMEICTPDRT
SPAKGEVVSPLANHRLDSPEVNIIPE
QDECMAHPRAGGEQESSMSESKTL
GESGVKQDSSTSVTSPVETSGKKEG
AEKSQMNLTDKWKPLQGVGNLSVS
TATTSSALDVKALSTVPEVKPQGLRI
EIKSKNKVRPGSLFDEVRKTARLNR
RPRNQESSSDDQTPSRDGDSQSRSP
HRSRSKSETKSRHRTRSVSYSHSRS
RSRSSTSSYRSRSYSRSRSRDWYSR
GRTRSRSSSYGSFHSHRTSSRSRSR
SSSYDLHSRSRSYTYDSYYSRSRSRS
RSQRSDSYHRGRSYNRRSRSGRSYG
SDSESDRSYSHHRSPSESSRYS

False False 2.65 3.306 1.149 0.952 False 3.651


