UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion | .. ic|golgi plasma exti

ID sites sites reticulum |apparatus membrane reg

P30511 HLAF_HUMAN [Homo HLA class I 39.622335 T31 NaN 40914422;29351928;30620550 MAPRSLLLLLSGALALTDTWAGSHS |False True 1.834 (1.886 [1.639 5.0 5.0 5.0 4.1
sapiens |histocompatibility LRYFSTAVSRPGRGEPRYIAVEYVDD

antigen, alpha
chain F

TQFLRFDSDAAIPRMEPREPWVEQE
GPQYWEWTTGYAKANAQTDRVALR
NLLRRYNQSEAGSHTLQGMNGCD
MGPDGRLLRGYHQHAYDGKDYISL
NEDLRSWTAADTVAQITQRFYEAEE
YAEEFRTYLEGECLELLRRYLENGKE
TLQRADPPKAHVAHHPISDHEATLR
CWALGFYPAEITLTWQRDGEEQTQD
TELVETRPAGDGTFQKWAAVVVPPG
EEQRYTCHVQHEGLPQPLILRWEQS
PQPTIPIVGIVAGLVVLGAVVTGAVVA
AVMWRKKSSDRNRGSYSQAAV




