UniprotKB Entry name organism full oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi N )
ID name sites reticulum apparatus membr:
P30519 HMOX2_HUMAN |Homo Heme 26.481176 S242;T243;5280(S2 34229054;40307207;40596516;409 [MSAEVETSEGVDESEKKNSGALEKE |False True 3.652 |2.38 2.627 4.41 1.142 5.0
sapiens |oxygenase 14422;34019948;29351928 NQMRMADLSELLKEGTKEAHDRAE
2 NTQFVKDFLKGNIKKELFKLATTALY

FTYSALEEEMERNKDHPAFAPLYFP
MELHRKEALTKDMEYFFGENWEEQ
VQCPKAAQKYVERIHYIGQNEPELLV
IAHAYTRYMGDLSGGQVLKKVAQRAL
KLPSTGEGTQFYLFENVDNAQQFKQ
LYRARMNALDLNMKTKERIVEEAN
KAFEYNMQIFNELDQAGSTLARETL
EDGFPVHDGKGDMRKCPFYAAEQD
KGALEGSSCPFRTAMAVLRKPSLQFI

LAAGVALAAGLLAWYYM




