UniprotKB Entry name organism [full name |oglcnacscore o‘glcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl'"acellular
ID sites sites reticulum apparatus membrane region
P30531 SC6A1_HUMAN Homo Sodium- 22.903221 T558 S18;S591 38253038 MATNGSKVADGQISTEVSEAPVAND |None None None |None None None None None None
sapiens |and KPKTLVVKVQKKAADLPDRDTWKGR

chloride- FDFLMSCVGYAIGLGNVWRFPYLCG

dependent KNGGGAFLIPYFLTLIFAGVPLFLLEC

GABA SLGQYTSIGGLGVWKLAPMFKGVGL

transporter IAAAVLSFWLNIYYIVIISWAIYYLYNS

1

FTTTLPWKQCDNPWNTDRCFSNYS
MVNTTNMTSAVVEFWERNMHQMT
DGLDKPGQIRWPLAITLAIAWILVYF
CIWKGVGWTGKVVYFSATYPYIMLII
LFFRGVTLPGAKEGILFYITPNFRKLS
DSEVWLDAATQIFFSYGLGLGSLIAL
GSYNSFHNNVYRDSIIVCCINSCTS
MFAGFVIFSIVGFMAHVTKRSIADVA
IASGPGLAFLAYPEAVTQLPISPLWAIL
FFSMLLMLGIDSQFCTVEGFITALVD
EYPRLLRNRRELFIAAVCIISYLIGLS
NITQGGIYVFKLFDYYSASGMSLLFL
IVFFECVSISWFYGVNRFYDNIQEMV
GSRPCIWWKLCWSFFTPIIVAGVFIF
SAVQMTPLTMGNYVFPKWGQGVG
WLMALSSMVLIPGYMAYMFLTLKG
SLKQRIQVMVQPSEDIVRPENGPEQ

PQAGSSTSKEAYI




