}Jl;l iprotKB Entry name |organism [full name oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasn
sites reticulum |apparatus meml
P30533 AMRP_HUMAN |[Homo Alpha-2- 22.547504 S137;S139;S346S50;S135;T248  [34725712;38665916;33465208;226 [MAPRRVRSFLRGLPALLLLLLFLGP [False True False |False |False 5.0 5.0 5.0
sapiens |macroglobulin 61428;40307207;32119511;351328 [WPAASHGGKYSREKNQPKPSPKRES
receptor- 62;40596516;28510447 GEEFRMEKLNQLWEKAQRLHLPPV
associated RLAELHADLKIQERDELAWKKLKLD
protein GLDEDGEKEARLIRNLNVILAKYGLD

GKKDARQVTSNSLSGTQEDGLDDPR
LEKLWHKAKTSGKFSGEELDKLWR
EFLHHKEKVHEYNVLLETLSRTEEI
HENVISPSDLSDIKGSVLHSRHTELK
EKLRSINQGLDRLRRVSHQGYSTEA
EFEEPRVIDLWDLAQSANLTDKELE
IAFREELKHFEAKIEKHNHYQKQLEI
IAHEKLRHAESVGDGERVSRSREKH
IALLEGRTKELGYTVKKHLQDLSGRIS
RARHNEL




