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P30665 MCM4_YEAST Saccharomyces
cerevisiae

DNA
replication
licensing
factor
MCM4

24.475439 NaN S52;S56;S69 33229814 MSQQSSSPTKEDNNSSSPVVPNPDS
VPPQLSSPALFYSSSSSQGDIYGRNN
SQNLSQGEGNIRAAIGSSPLNFPSSS
QRQNSDVFQSQGRQGRIRSSASASG
RSRYHSDLRSDRALPTSSSSLGRNG
QNRVHMRRNDIHTSDLSSPRRIVDF
DTRSGVNTLDTSSSSAPPSEASEPLR
IIWGTNVSIQECTTNFRNFLMSFKYK
FRKILDEREEFINNTTDEELYYIKQL
NEMRELGTSNLNLDARNLLAYKQT
EDLYHQLLNYPQEVISIMDQTIKDC
MVSLIVDNNLDYDLDEIETKFYKVRP
YNVGSCKGMRELNPNDIDKLINLKG
LVLRSTPVIPDMKVAFFKCNVCDHT
MAVEIDRGVIQEPARCERIDCNEPN
SMSLIHNRCSFADKQVIKLQETPDF
VPDGQTPHSISLCVYDELVDSCRAG
DRIEVTGTFRSIPIRANSRQRVLKSLY
KTYVDVVHVKKVSDKRLDVDTSTIE
QELMQNKVDHNEVEEVRQITDQDL
AKIREVAAREDLYSLLARSIAPSIYEL
EDVKKGILLQLFGGTNKTFTKGGRY
RGDINILLCGDPSTSKSQILQYVHKIT
PRGVYTSGKGSSAVGLTAYITRDVDT
KQLVLESGALVLSDGGVCCIDEFDK
MSDSTRSVLHEVMEQQTISIAKAGII
TTLNARSSILASANPIGSRYNPNLPV
TENIDLPPPLLSRFDLVYLVLDKVDE
KNDRELAKHLTNLYLEDKPEHISQD
DVLPVEFLTMYISYAKEHIHPIITEAA
KTELVRAYVGMRKMGDDSRSDEKRI
TATTRQLESMIRLAEAHAKMKLKNV
VELEDVQEAVRLIRSAIKDYATDPKT
GKIDMNLVQTGKSVIQRKLQEDLSR
EIMNVLKDQASDSMSFNELIKQINE
HSQDRVESSDIQEALSRLQQEDKVIV
LGEGVRRSVRLNNRV

None None None None None None None None None


