}Jl;l iprotKB Entry name |organism [full name [oglcnacscore olglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extr.acellu
sites sites reticulum |apparatus membrane region
P30825 CTR1_HUMAN Homo High 16.774473 NaN NaN 34725712;28510447;38665916 MGCKVLLNIGQQMLRRKVVDCSRE |False True 1.934 [2.445 |2.371 1.753 1.134 4.761 1.98
sapiens [affinity ETRLSRCLNTFDLVALGVGSTLGAG
cationic VYVLAGAVARENAGPAIVISFLIAALA
amino acid SVLAGLCYGEFGARVPKTGSAYLYSY
transporter VIVGELWAFITGWNLILSYIIGTSSVA

1

RAWSATFDELIGRPIGEFSRTHMTL
NAPGVLAENPDIFAVIIILILTGLLTLG
IVKESAMVNKIFTCINVLVLGFIMVSG
FVKGSVKNWQLTEEDFGNTSGRLC
LNNDTKEGKPGVGGFMPFGFSGVL
SGAATCFYAFVGFDCIATTGEEVKNP
QKAIPVGIVASLLICFIAYFGVSAALTL
MMPYFCLDNNSPLPDAFKHVGWEG
AKYAVAVGSLCALSASLLGSMFPMP
RVIYAMAEDGLLFKFLANVNDRTKT
PIIATLASGAVAAVMAFLFDLKDLVD
LMSIGTLLAYSLVAACVLVLRYQPEQ
PNLVYQMASTSDELDPADQNELAST
NDSQLGFLPEAEMFSLKTILSPKNM
EPSKISGLIVNISTSLIAVLIITFCIVTV
LGREALTKGALWAVFLLAGSALLCA
IVVTGVIWRQPESKTKLSFKVPFLPVL
PILSIFVNVYLMMQLDQGTWVRFAV
WMLIGFIITYFGYGLWHSEEASLDAD
QARTPDGNLDQCK




