UniprotKB [Entry organism [full name oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extl:acellular
ID name sites sites reticulum |apparatus|membrane region
P30835 PFKAL RAT [Rattus ATP-dependent 6- 23.439218 NaN S377;T640;S775 [38843836 MATVDLEKLRMSGAGKAIGVLTSGG [True False 4.742 |2.667  [2.142 1.268 False 1.564 1.699
norvegicus [phosphofructokinase, DAQGMNAAVRAVTRMGIYVGAKVF
liver type LIYEGYEGLVEGGENIKPANWLSVS

NIIQLGGTIIGSARCKAFTTREGRLAA
IAYNLLQHGITNLCVIGGDGSLTGANI
FRNEWGSLLEELVKEGKISESTAQN
IYAHLSIAGLVGSIDNDFCGTDMTIGT
DSALHRIMEVIDAITTTAQSHQRTFV
LEVMGRHCGYLALVSALASGADWLF
IPEAPPEDGWENFMCERLGETRSRG
SRLNIIITAEGAIDRHGKPISSSYVKDL
IVVQRLGFDTRVTVLGHVQRGGTPSA
FDRVLSSKMGMEAVMALLEATPDT
PACVVSLSGNQSVRLPLMECVQVTK
DVQKAMDEKRFDEAIQLRGRSFEN
NWKIYKLLAHQKVSKEKSNFSLAIL
NVGAPAAGMNAAVRSAVRTGISEGH
TVYVVHDGFEGLAKGQVQEVGWHD
IVAGWLGRGGSMLGTKRTLPKPHLE
IAIVENLRTYNIHALLVIGGFEAYEGV
LQLVEARGRYEELCIVMCVIPATISN
NVPGTDFSLGSDTAVNAAMESCDRI
KQSASGTKRRVFIVETMGGYCGYLA
TVTGIAVGADAAYVFEDPFNIHDLKA
NVEHMTEKMKTDIQRGLVLRNEKC
HEHYTTEFLYNLYSSEGRGVFDCRT
NVLGHLQQGGAPTPFDRNYGTKLGV
KAMLWMSEKLRDVYRKGRVFANAP
DSACVIGLRKKVVAFSSVTELKKETD
FEHRMPREQWWLNLRLMLKMLAH
IYRISMADYVSGELEHVTRRTLSIDKG
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