
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P31039 SDHA_BOVIN Bos
taurus

Succinate
dehydrogenase
[ubiquinone]
flavoprotein
subunit,
mitochondrial

27.604395 NaN T216 28100784 MSGVAAVSRLWRARRLALTCTKWS
AAWQTGTRSFHFTVDGNKRSSAKVS
DAISAQYPVVDHEFDAVVVGAGGAG
LRAAFGLSEAGFNTACVTKLFPTRS
HTVAAQGGINAALGNMEEDNWRW
HFYDTVKGSDWLGDQDAIHYMTEQ
APASVVELENYGMPFSRTEDGKIYQ
RAFGGQSLKFGKGGQAHRCCCVAD
RTGHSLLHTLYGRSLRYDTSYFVEYF
ALDLLMESGECRGVIALCIEDGSIHR
IRARNTVIATGGYGRTYFSCTSAHTS
TGDGTAMVTRAGLPCQDLEFVQFHP
TGIYGAGCLITEGCRGEGGILINSQG
ERFMERYAPVAKDLASRDVVSRSMT
LEIREGRGCGPEKDHVYLQLHHLPP
AQLAMRLPGISETAMIFAGVDVTKEP
IPVLPTVHYNMGGIPTNYKGQVLRH
VNGQDQGVPGLYACGEAACASVHG
ANRLGANSLLDLVVFGRACALSIAES
CRPGDKVPSIKPNAGEESVMNLDKL
RFANGSIRTSELRLNMQKSMQSHA
AVFRVGSVLQEGCEKISSLYGDLRHL
KTFDRGMVWNTDLVETLELQNLML
CALQTIYGAEARKESRGGPRREDFK
ERVDEYDYSKPIQGQQKKPFEQHWR
KHTLSYVDIKTGKVTLEYRPVIDRTL
NETDCATVPPAIGSY

None None None None None None None None None


