}Jl;l iprotKB Entry name |organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em_ioplasmlc golgi plasma N
sites sites reticulum |apparatus membrane 1
P31040 SDHA_HUMAN [Homo Succinate 12.187085 T348 T215 23301498;37217939;40596516;386 |MSGVRGLSRLLSARRLALAKAWPTV [True False 2.477 |4.533 |4.893 2.06 1.588 2.247 Z
sapiens |dehydrogenase 65916;34725712;32119511;409144 |LQTGTRGFHFTVDGNKRASAKVSDS
[ubiquinone] 22;34019948;33465208 ISAQYPVVDHEFDAVVVGAGGAGLR
flavoprotein IAAFGLSEAGFNTACVTKLFPTRSHT
subunit, IVAAQGGINAALGNMEEDNWRWHF
mitochondrial 'YDTVKGSDWLGDQDAIHYMTEQAP

AAVVELENYGMPFSRTEDGKIYQRA
FGGQSLKFGKGGQAHRCCCVADRT
GHSLLHTLYGRSLRYDTSYFVEYFAL
DLLMENGECRGVIALCIEDGSIHRIR
AKNTVVATGGYGRTYFSCTSAHTST
GDGTAMITRAGLPCQDLEFVQFHPT
GIYGAGCLITEGCRGEGGILINSQGE
RFMERYAPVAKDLASRDVVSRSMTL
EIREGRGCGPEKDHVYLQLHHLPPE
QLATRLPGISETAMIFAGVDVTKEPIP
VLPTVHYNMGGIPTNYKGQVLRHVN
GQDQIVPGLYACGEAACASVHGANR
LGANSLLDLVVFGRACALSIEESCRP
GDKVPPIKPNAGEESVMNLDKLRFA
DGSIRTSELRLSMQKSMQNHAAVF
RVGSVLQEGCGKISKLYGDLKHLKT
FDRGMVWNTDLVETLELQNLMLCA
LQTIYGAEARKESRGAHAREDYKVRI
DEYDYSKPIQGQQKKPFEEHWRKHT
LSYVDVGTGKVTLEYRPVIDKTLNEA

DCATVPPAIRSY




