UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi extl:acellular
ID sites sites reticulum apparatus  membrane region
P31266 SUH_MOUSE Mus Recombining (42.055142 NaN NaN 40997131;29187734 MPSGFPQSPRTSPRARPKTRITGALP |True False 2.048 [4.632 2.039 1.86 1.883 3.019 2.524
musculus |binding MDYSEGLSAEERPAHAPSAGKFGER
protein PPPKRLTREAMRNYLKERGDQTVLI
suppressor LHAKVAQKSYGNEKRFFCPPPCVYL
of hairless MGSGWKKKKEQMERDGCSEQESQ

PCAFIGIGNSDQEMQQLNLEGKNYC
TAKTLYISDSDKRKHFMLSVKMFYG
NSDDIGVFLSKRIKVISKPSKKKQSL
KNADLCIASGTKVALFNRLRSQTVST
RYLHVEGGNFHASSQQWGAFYIHLL
DDDESEGEEFTVRDGYIHYGQTVKL
'VCSVTGMALPRLIIRKVDKQTALLDA
DDPVSQLHKCAFYLKDTERMYLCLS
QERIIQFQATPCPKEQNKEMINDGA
SWTIISTDKAEYTFYEGMGPVLAPVT
PVPVVESLQLNGGGDVAMLELTGQ
NFTPNLRVWFGDVEAETMYRCGES
MLCVVPDISAFREGWRWVRQPVQV
PVTLVRNDGVIYSTSLTFTYTPEPGP
RPHCSAAGAILRANSSQVPSNESNT
NSEGNYTNASTNSTSVTSSTATVVS




