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Entry
name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P31424 GRM5_RAT Rattus
norvegicus

Metabotropic
glutamate
receptor	5

23.439218 NaN S860;S1014;S1016 38843836 MVLLLILSVLLLKEDVRGSAQSSERR
VVAHMPGDIIIGALFSVHHQPTVDKV
HERKCGAVREQYGIQRVEAMLHTLE
RINSDPTLLPNITLGCEIRDSCWHSA
VALEQSIEFIRDSLISSEEEEGLVRCV
DGSSSFRSKKPIVGVIGPGSSSVAIQV
QNLLQLFNIPQIAYSATSMDLSDKTL
FKYFMRVVPSDAQQARAMVDIVKRY
NWTYVSAVHTEGNYGESGMEAFKD
MSAKEGICIAHSYKIYSNAGEQSFDK
LLKKLRSHLPKARVVACFCEGMTVR
GLLMAMRRLGLAGEFLLLGSDGWA
DRYDVTDGYQREAVGGITIKLQSPDV
KWFDDYYLKLRPETNLRNPWFQEF
WQHRFQCRLEGFAQENSKYNKTCN
SSLTLRTHHVQDSKMGFVINAIYSM
AYGLHNMQMSLCPGYAGLCDAMKP
IDGRKLLDSLMKTNFTGVSGDMILF
DENGDSPGRYEIMNFKEMGKDYFD
YINVGSWDNGELKMDDDEVWSKKN
NIIRSVCSEPCEKGQIKVIRKGEVSC
CWTCTPCKENEYVFDEYTCKACQLG
SWPTDDLTGCDLIPVQYLRWGDPEP
IAAVVFACLGLLATLFVTVIFIIYRDTP
VVKSSSRELCYIILAGICLGYLCTFCLI
AKPKQIYCYLQRIGIGLSPAMSYSALV
TKTNRIARILAGSKKKICTKKPRFMS
ACAQLVIAFILICIQLGIIVALFIMEPP
DIMHDYPSIREVYLICNTTNLGVVTP
LGYNGLLILSCTFYAFKTRNVPANFN
EAKYIAFTMYTTCIIWLAFVPIYFGSN
YKIITMCFSVSLSATVALGCMFVPKV
YIILAKPERNVRSAFTTSTVVRMHVG
DGKSSSAASRSSSLVNLWKRRGSSG
ETLRYKDRRLAQHKSEIECFTPKGS
MGNGGRATMSSSNGKSVTWAQNE
KSTRGQHLWQRLSVHINKKENPNQ
TAVIKPFPKSTENRGPGAAAGGGSGP
GVAGAGNAGCTATGGPEPPDAGPKA
LYDVAEAEESFPAAARPRSPSPISTLS
HLAGSAGRTDDDAPSLHSETAARSS
SSQGSLMEQISSVVTRFTANISELNS
MMLSTAATPGPPGTPICSSYLIPKEIQ
LPTTMTTFAEIQPLPAIEVTGGAQGA
TGVSPAQETPTGAESAPGKPDLEELV
ALTPPSPFRDSVDSGSTTPNSPVSES
ALCIPSSPKYDTLIIRDYTQSSSSL

False True 1.866 2.228 1.898 1.729 1.046 4.801 2.431


