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UniprotKB Entry name |organism [full name |oglcnacscore oglcnac P OSE rylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl.racellular
ID sites sites reticulum apparatus membrane region
P31648 SC6A1_MOUSE Mus Sodium-  [24.474581 NaN S18;S591 33300544 MATDNSKVADGQISTEVSEAPVASD |False True 2.05 1.89 1.668 1.399 0.961 5.0 2.315
musculus |and KPKTLVVKVQKKAGDLPDRDTWKGR

chloride- FDFLMSCVGYAIGLGNVWRFPYLCG

dependent KNGGGAFLIPYFLTLIFAGVPLFLLEC

GABA SLGQYTSIGGLGVWKLAPMFKGVGL

transporter IAAAVLSFWLNIYYIVIISWAIYYLYNS

1

FTTTLPWKQCDNPWNTDRCFSNYS
LVNTTNMTSAVVEFWERNMHQMT
DGLDKPGQIRWPLAITLAIAWVLVYF
CIWKGVGWTGKVVYFSATYPYIMLII
LFFRGVTLPGAKEGILFYITPNFRKLS
DSEVWLDAATQIFFSYGLGLGSLIAL
GSYNSFHNNVYRDSIIVCCINSCTS
MFAGFVIFSIVGFMAHVTKRSIADVA
IASGPGLAFLAYPEAVTQLPISPLWAIL
FFSMLLMLGIDSQFCTVEGFITALVD
EYPRLLRNRRELFIAAVCIVSYLIGLS
NITQGGIYVFKLFDYYSASGMSLLFL
IVFFECVSISWFYGVNRFYDNIQEMV
GSRPCIWWKLCWSFFTPIIVAGVFLF
SAVQMTPLTMGSYVFPKWGQGVGW
LMALSSMVLIPGYMAYMFLTLKGSL
KQRLQVMIQPSEDIVRPENGPEQPQ
IAGSSASKEAYI




