
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P31648 SC6A1_MOUSE Mus
musculus

Sodium-
and
chloride-
dependent
GABA
transporter
1

24.474581 NaN S18;S591 33300544 MATDNSKVADGQISTEVSEAPVASD
KPKTLVVKVQKKAGDLPDRDTWKGR
FDFLMSCVGYAIGLGNVWRFPYLCG
KNGGGAFLIPYFLTLIFAGVPLFLLEC
SLGQYTSIGGLGVWKLAPMFKGVGL
AAAVLSFWLNIYYIVIISWAIYYLYNS
FTTTLPWKQCDNPWNTDRCFSNYS
LVNTTNMTSAVVEFWERNMHQMT
DGLDKPGQIRWPLAITLAIAWVLVYF
CIWKGVGWTGKVVYFSATYPYIMLII
LFFRGVTLPGAKEGILFYITPNFRKLS
DSEVWLDAATQIFFSYGLGLGSLIAL
GSYNSFHNNVYRDSIIVCCINSCTS
MFAGFVIFSIVGFMAHVTKRSIADVA
ASGPGLAFLAYPEAVTQLPISPLWAIL
FFSMLLMLGIDSQFCTVEGFITALVD
EYPRLLRNRRELFIAAVCIVSYLIGLS
NITQGGIYVFKLFDYYSASGMSLLFL
VFFECVSISWFYGVNRFYDNIQEMV
GSRPCIWWKLCWSFFTPIIVAGVFLF
SAVQMTPLTMGSYVFPKWGQGVGW
LMALSSMVLIPGYMAYMFLTLKGSL
KQRLQVMIQPSEDIVRPENGPEQPQ
AGSSASKEAYI

False True 2.05 1.89 1.668 1.399 0.961 5.0 2.315


