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Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc}oplasmw golgi plasma ext
ID sites sites reticulum |apparatus membrane re¢
P32261 IANT3_MOUSE [Mus Antithrombin- [35.860333 NaN T64;S69 37507081;36288343;40997131;396 |MYSPGAGSGAAGERKLCLLSLLLIGA |False False 2.406 (2.406 [2.069 2.538 1.686 2.928 4.2

musculus

111

27609

LGCAICHGNPVDDICIAKPRDIPVNP
LCIYRSPGKKATEEDGSEQKVPEATN
RRVWELSKANSRFATNFYQHLADSK
NDNDNIFLSPLSISTAFAMTKLGAC
NDTLKQLMEVFKFDTISEKTSDQIH
FFFAKLNCRLYRKANKSSDLVSANR
LFGDKSLTFNESYQDVSEVVYGAKL
QPLDFKENPEQSRVTINNWVANKTE
GRIKDVIPQGAINELTALVLVNTIYFK
GLWKSKFSPENTRKEPFYKVDGQSC
PVPMMYQEGKFKYRRVAEGTQVLEL
PFKGDDITMVLILPKPEKSLAKVEQE
LTPELLQEWLDELSETMLVVHMPRF
RTEDGFSLKEQLQDMGLIDLFSPEK
SQLPGIVAGGRDDLYVSDAFHKAFL
EVNEEGSEAAASTSVVITGRSLNPN
RVTFKANRPFLVLIREVALNTIIFMG
RVANPCVN




