UniprotKB o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi ¥ extl.‘acellular
ID sites sites reticulum apparatus membrane region
P32320 CDD_HUMAN [Homo Cytidine |17.704358 NaN NaN 34019948;33214551 [MAQKRPACTLKPECVQQLLVCSQEA [True True 5.0 3.461 2.103 1.624 1.225 2.023 4.662

sapiens |deaminase KKSAYCPYSHFPVGAALLTQEGRIFK
GCNIENACYPLGICAERTAIQKAVSE
GYKDFRAIATIASDMQDDFISPCGACR
QVMREFGTNWPVYMTKPDGTYIVM
TVQELLPSSFGPEDLQKTQ
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