UniprotKB Entry name |organism full name |oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr-ace
ID sites reticulum apparatus membrane region
P32499 NUP2_YEAST |Saccharomyces [Nucleoporin |24.475439 NaN S17;S20;S137;S165;S203;S205;S34 33229814 MAKRVADAQIQRETYDSNESDDDVT [None None None |None None None None None None

cerevisiae

NUP2

8;5S351;T361;S581;T590

PSTKVASSAVMNRRKIAMPKRRMAF
KPFGSAKSDETKQASSFSFLNRADG
TGEAQVDNSPTTESNSRLKALNLQF
KAKVDDLVLGKPLADLRPLFTRYELY
IKNILEAPVKSIENPTQTKGNDAKPA
KVEDVQKSSDSSSEDEVKVEGPKFTI
DAKPPISDSVFSFGPKKENRKKDES
DSENDIEIKGPEFKFSGTVSSDVFKL
NPSTDKNEKKTETNAKPFSFSSATS
TTEQTKSKNPLSLTEATKTNVDNNS
KAEASFTFGTKHAADSQNNKPSFVF
GQAAAKPSLEKSSFTFGSTTIEKKND
ENSTSNSKPEKSSDSNDSNPSFSFSI
PSKNTPDASKPSFSFGVPNSSKNET
SKPVFSFGAATPSAKEASQEDDNNN
IVEKPSSKPAFNLISNAGTEKEKESKK
DSKPAFSFGISNGSESKDSDKPSLPS
IAVDGENDKKEATKPAFSFGINTNTT
KTADTKAPTFTFGSSALADNKEDVK
KPFSFGTSQPNNTPSFSFGKTTANL
PANSSTSPAPSIPSTGFKFSLPFEQK
GSQTTTNDSKEESTTEATGNESQDA
TKVDATPEESKPINLQNGEEDEVAL
FSQKAKLMTFNAETKSYDSRGVGE
MKLLKKKDDPSKVRLLCRSDGMGN
VLLNATVVDSFKYEPLAPGNDNLIKA
PTVAADGKLVTYIVKFKQKEEGRSFT

KAIEDAKKEMK




