UniprotKB Entry organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_acellu]
ID name sites sites reticulum |apparatus membrane region
P32551 QCR2_RAT |Rattus Cytochrome (31.843311 S225 S367 38843836;27213235;34502162  MKLLSRAGSFSRFYSLKVAPKLKTSA [True False 1.922 [2.321 |[5.0 1.53 False 1.395 1.679
norvegicus b-cl complex PGGVPLQPQELEFTKLPNGLVIASLE
subunit 2, NYAPLSRIGLFIKAGSRYENYNYLGT

mitochondrial

SHLLRLASTLTTKGASSFKITRGIEAV
GGKLSVTATRENMAYTVEGIRDDIEI
LMEFLLNVTTAPEFRRWEVAALRSQ
LKIDKAVAFQNPQTRIIENLHDVAYK
NALANPLYCPDYRMGKITSEELHYF
VQNHFTSARMALVGLGVSHSILKEV
IAEQFLNIRGGLGLAGAKAKYRGGEIR
EQNGDNLVHAAIVAESAAIGNAEAN
AFSVLQHLLGAGPHIKRGNNTTSLL
SQSVAKGSQQPFDVSAFNASYSDSG
LFGIYTVSQAAAAGDVINAAYNQVKA
'VAQGNLSSADVQAAKNKLKAGYLM
SVETSEGFLSEIGSQALATGSYMPPP
TVLQQIDAVADADVVKAAKKFVSGK
KSMTASGNLGHTPFLDEL




