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P32861 UGPA1_YEAST Saccharomyces
cerevisiae

UTP--glucose-1-
phosphate
uridylyltransferase

24.475439 NaN S17;T19;S21;S79 33229814 MSTKKHTKTHSTYAFESNTNSVAAS
QMRNALNKLADSSKLDDAARAKFE
NELDSFFTLFRRYLVEKSSRTTLEW
DKIKSPNPDEVVKYEIISQQPENVSN
LSKLAVLKLNGGLGTSMGCVGPKSV
IEVREGNTFLDLSVRQIEYLNRQYDS
DVPLLLMNSFNTDKDTEHLIKKYSA
NRIRIRSFNQSRFPRVYKDSLLPVPT
EYDSPLDAWYPPGHGDLFESLHVSG
ELDALIAQGREILFVSNGDNLGATVD
LKILNHMIETGAEYIMELTDKTRADV
KGGTLISYDGQVRLLEVAQVPKEHID
EFKNIRKFTNFNTNNLWINLKAVKR
LIESSNLEMEIIPNQKTITRDGHEIN
VLQLETACGAAIRHFDGAHGVVVPR
SRFLPVKTCSDLLLVKSDLFRLEHGS
LKLDPSRFGPNPLIKLGSHFKKVSGF
NARIPHIPKIVELDHLTITGNVFLGK
DVTLRGTVIIVCSDGHKIDIPNGSILE
NVVVTGNLQILEH

None None None None None None None None None


