UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion en@oplasmlc golgi plasma eth:acellular
ID sites sites reticulum |apparatus membrane region
P32861 'UGPA1_YEAST |Saccharomyces [UTP--glucose-1- 24.475439 NaN S17;T19;S21;S79 |33229814 MSTKKHTKTHSTYAFESNTNSVAAS |None None None [None None None None None None

cerevisiae

phosphate
uridylyltransferase

QMRNALNKLADSSKLDDAARAKFE
NELDSFFTLFRRYLVEKSSRTTLEW
DKIKSPNPDEVVKYEIISQQPENVSN
LSKLAVLKLNGGLGTSMGCVGPKSV
IEVREGNTFLDLSVRQIEYLNRQYDS
DVPLLLMNSFNTDKDTEHLIKKYSA
NRIRIRSFNQSRFPRVYKDSLLPVPT
EYDSPLDAWYPPGHGDLFESLHVSG
ELDALIAQGREILFVSNGDNLGATVD
LKILNHMIETGAEYIMELTDKTRADV
KGGTLISYDGQVRLLEVAQVPKEHID
EFKNIRKFTNFNTNNLWINLKAVKR
LIESSNLEMEITPNQKTITRDGHEIN
VLQLETACGAAIRHFDGAHGVVVPR
SRFLPVKTCSDLLLVKSDLFRLEHGS
LKLDPSRFGPNPLIKLGSHFKKVSGF
NARIPHIPKIVELDHLTITGNVFLGK
DVTLRGTVIIVCSDGHKIDIPNGSILE
NVVVTGNLQILEH




