
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P32926 DSG3_HUMAN Homo
sapiens

Desmoglein-
3

18.9764 S747;S759 NaN 37217939;38253038 MMGLFPRTTGALAIFVVVILVHGELR
IETKGQYDEEEMTMQQAKRRQKRE
WVKFAKPCREGEDNSKRNPIAKITS
DYQATQKITYRISGVGIDQPPFGIFVV
DKNTGDINITAIVDREETPSFLITCRA
LNAQGLDVEKPLILTVKILDINDNPP
VFSQQIFMGEIEENSASNSLVMILN
ATDADEPNHLNSKIAFKIVSQEPAGT
PMFLLSRNTGEVRTLTNSLDREQAS
SYRLVVSGADKDGEGLSTQCECNIK
VKDVNDNFPMFRDSQYSARIEENIL
SSELLRFQVTDLDEEYTDNWLAVYF
FTSGNEGNWFEIQTDPRTNEGILKV
VKALDYEQLQSVKLSIAVKNKAEFH
QSVISRYRVQSTPVTIQVINVREGIAF
RPASKTFTVQKGISSKKLVDYILGTY
QAIDEDTNKAASNVKYVMGRNDGG
YLMIDSKTAEIKFVKNMNRDSTFIV
NKTITAEVLAIDEYTGKTSTGTVYVR
VPDFNDNCPTAVLEKDAVCSSSPSV
VVSARTLNNRYTGPYTFALEDQPVK
LPAVWSITTLNATSALLRAQEQIPPG
VYHISLVLTDSQNNRCEMPRSLTLE
VCQCDNRGICGTSYPTTSPGTRYGRP
HSGRLGPAAIGLLLLGLLLLLLAPLLL
LTCDCGAGSTGGVTGGFIPVPDGSE
GTIHQWGIEGAHPEDKEITNICVPPV
TANGADFMESSEVCTNTYARGTAVE
GTSGMEMTTKLGAATESGGAAGFAT
GTVSGAASGFGAATGVGICSSGQSG
TMRTRHSTGGTNKDYADGAISMNF
LDSYFSQKAFACAEEDDGQEANDCL
LIYDNEGADATGSPVGSVGCCSFIAD
DLDDSFLDSLGPKFKKLAEISLGVDG
EGKEVQPPSKDSGYGIESCGHPIEVQ
QTGFVKCQTLSGSQGASALSTSGSV
QPAVSIPDPLQHGNYLVTETYSASGS
LVQPSTAGFDPLLTQNVIVTERVICPI
SSVPGNLAGPTQLRGSHTMLCTEDP
CSRLI

True True 4.29 1.966 1.283 2.06 0.804 4.766 4.541


