UniprotKB Entry name organism [full name |oglcnacscore o.glcnac ‘p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi - . extl:acellular
ID sites sites reticulum pparatus ane region
P33609 DPOLA _MOUSE |Mus DNA 30.962534 NaN T180;S192;S215 |39627609;28528544 MAPMHEEDCKLEASAVSDSGSFAA [True False 4.486 |5.0 1.519 0.868 False 1.021 1.203
musculus [polymerase SRARREKKSKKGRQEALERLKKAKA
alpha GEKYKYEVEDLTSVYEEVDEEQYSKL
catalytic IVQARQDDDWIVDDDGIGYVEDGREI
subunit FDDDLEDDALDTCGKGSDGKAHRK

DRKDVKKPSVTKPNNIKAMFIASAG
KKTTDKAVDLSKDDLLGDILQDLNT
ETAQITPPPVLIPKKKRSTGALLNPFS
IVHTPKAIPSGKPASPVLRNEPLLTPIP
LKRAELAGELAQPECPEDEQELGVM
EFEDGDFDESMDTEKVDEKPVTAKT
WDQETEPVERVEHEADPERGTTSYL
ENFLPDVSCWDIDQDDESIPQEVQV
DSSNLPLVKGADDEQVFQFYWLDAY
EDPYNQPGVVFLFGKVWIESVKTHV
SCCVMVKNIERTLYFLPREMKFDLN
TGKETAIPVTMKDVYEEFDSKISAKY
KIMKFKSKIVEKNYAFEIPDVPEKSE
YLEVRYSAEVPQLPQNLKGETFSHV
FGTNTSSLELFLMNRKIKGPCWLEV
KNPQLLNQPISWCKFEVMALKPDLV
NVIKDVSPPPLVVMSFSMKTMQNV
QNHQHEIIAMAALVHHSFALDKAPP
EPPFQTHFCVVSKPKDCIFPCDFKEV
ISKKNMKVEIAATERTLIGFFLAKVH
KIDPDILVGHNICSFELEVLLQRINE
CKVPYWSKIGRLRRSNMPKLGSRSG
FGERNATCGRMICDVEISAKELIHCK
SYHLSELVQQILKTERIVIPTENIRN
MYSESSYLLYLLEHIWKDARFILQIM
CELNVLPLALQITNIAGNIMSRTLMG
GRSERNEFLLLHAFYENNYIVPDKQI
FRKPQQKLGDEDEEIDGDTNKYKKG
RKKATYAGGLVLDPKVGFYDKFILLL
DFNSLYPSIIQEFNICFTTVQRVTSEV
QKATEDEEQEQIPELPDPNLEMGILP
REIRKLVERRKQVKQLMKQQDLNPD
LVLQYDIRQKALKLTANSMYGCLGF
SYSRFYAKPLAALVTYKGREILMHTK
DMVQKMNLEVIYGDTDSIMINTNST
NLEEVFKLGNKVKSEVNKLYKLLEIL
DIDAVFKSLLLLKKKKYAALVVEPTS
DGNYITKQELKGLDIVRRDWCDLAK
DTGNFVIGQILSDQSRDTIVENIQKR
LIEIGENVLNGSVPVSQFEINKALTK
DPQDYPDRKSLPHVHVALWINSQGG
RKVKAGDTVSYVICQDGSNLTATQR
AYAPEQLQKLDNLAIDTQYYLAQQIH
PVVARICEPIDGIDAVLIALWLGLDST
QFRVHQYHKDEENDALLGGPAQLT
DEEKYKDCEKFKCLCPSCGTENIYD
NVFEGSGLDMEPSLYRCSNVDCKVS
PLTFMVQLSNKLIMDIRRCIKKYYDG
WLICEEPTCCSRLRRLPLHFSRNGP
LCPVCMKAVLRPEYSDKSLYTQLCF
IYRYIFDADCALEKLTEHEKDKLKKQF
FPLRVLQDYRKVKNIAEQFLSWSGY
SEVNLSKLFANYAGKS




