UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr:acellular
1D sites sites reticulum apparatus membrane [region
P34820 BMP8B_HUMAN [Homo Bone 27.105764 S107 NaN 39894887;38253038 MTALPGPLWLLGLALCALGGGGPGL [False False 0.328 |False 0.188 False 0.647 False 3.712
sapiens |morphogenetic RPPPGCPQRRLGARERRDVQREILA
protein 8B IVLGLPGRPRPRAPPAASRLPASAPLF

MLDLYHAMAGDDDEDGAPAERRLG
RADLVMSFVNMVERDRALGHQEPH
IWKEFRFDLTQIPAGEAVTAAEFRIYK
IVPSIHLLNRTLHVSMFQVVQEQSNR
ESDLFFLDLQTLRAGDEGWLVLDVT
IAASDCWLLKRHKDLGLRLYVETEDG
HSVDPGLAGLLGQRAPRSQQPFVVT
FFRASPSPIRTPRAVRPLRRRQPKKS
NELPQANRLPGIFDDVHGSHGRQVC
RRHELYVSFQDLGWLDWVIAPQGYS
IAYYCEGECSFPLDSCMNATNHAILQ
SLVHLMMPDAVPKACCAPTKLSATS
IVLYYDSSNNVILRKHRNMVVKACGC
H




