
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P34909 NOT4_YEAST Saccharomyces
cerevisiae

General
negative
regulator	of
transcription
subunit	4

24.475439 NaN T310;S312;T326;S360 33229814 MMNPHVQENLQAIHNALSNFDTSF
LSEDEEDYCPLCIEPMDITDKNFFPC
PCGYQICQFCYNNIRQNPELNGRCP
ACRRKYDDENVRYVTLSPEELKMER
AKLARKEKERKHREKERKENEYTNR
KHLSGTRVIQKNLVYVVGINPPVPYE
EVAPTLKSEKYFGQYGKINKIVVNRK
TPHSNNTTSEHYHHHSPGYGVYITF
GSKDDAARCIAQVDGTYMDGRLIKA
AYGTTKYCSSYLRGLPCPNPNCMFL
HEPGEEADSFNKRELHNKQQAQQQ
SGGTAFTRSGIHNNISTSTAGSNTNL
LSENFTGTPSPAAMRAQLHHDSHT
NAGTPVLTPAPVPAGSNPWGVTQSA
TPVTSINLSKNSSSINLPTLNDSLGH
HTTPTTENTITSTTTTTNTNATSHSH
GSKKKQSLAAEEYKDPYDALGNAVD
FLDARLHSLSNYQKRPISIKSNIIDEE
TYKKYPSLFSWDKIEASKKSDNTLA
NKLVEILAIKPIDYTASVVQFLQSVNV
GVNDNITITDNTKTPTQPIRLQTVSQ
QIQPPLNVSTPPPGIFGPQHKVPIQQ
QQMGDTSSRNSSDLLNQLINGRKII
AGN

None None None None None None None None None


