UniprotkB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence extracellular (cytosol nucleus mitochndrion en(_loplasmlc golgi plasma extl_‘acellular
ID sites sites reticulum apparatus membrane [region
P34942 NDUAA BOVIN |Bos NADH 27.604395 NaN S238 28100784 MALRLLRLVPPRVGGIHTSVQFKLQ None None |None None None None None None
taurus dehydrogenase YGPLAYILGEKATKKMTEKSKLITVD

[ubiquinone] 1 GNICSGKSKLAKEIAEKLGLKHFPEA

alpha GIHYVDSTTGDGKPLPVQFSGNCSL

subcomplex EKFYDDPKSNDGNSYRLQAWLYASR

subunit 10, LLQYADALEHLLSTGQGVVLERSIYS

mitochondrial DFVFLEAMYRQGFIRKQCVDHYNQV

KKVTICEYLPPHVVVYVDVPVPEVQS
RIQKKGNPHEMKITSAYLQDIENAYK
GTFLPEMSEKCEVLQYSAWEAQDAE
KVVEDIEYLKYDKGPWLDQNDRNL
HKLRMLVQDKLEVLNYTSIPVFLPEV
TVGAHQSDQVFQEFTELPGRKYRAG
'YNEDVGDKWIWLK




