
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P35123 UBP4_MOUSE Mus
musculus

Ubiquitin
carboxyl-
terminal
hydrolase
4

35.900339 NaN S445;S655;S675;S680 25153642;39927985;28528544 MAEGRGSRERPDVETQKTELGALM
GTTLQRGAQWYLIDSRWFKQWKKY
VGFDSWDMYNVGEHNLFPGPIDNS
GLFSDPESQTLKEHLIDELDYVLVPA
EAWNKLLNWYGCVEGQQPIVRKVV
EHGLFVKHCKVEVYLLELKLCENSD
PTNVLSCHFSKADTIATIEKEMRKLF
NIPAERETRLWNKYMSNTYEQLSKL
DNTIQDAGLYQGQVLVIEPQNEDGT
WPRQSLQSKSSTAPSRNFTTSSKPS
ASPYCSVSASLIANGDSTNSSGMHS
SGVSRGGSGFSASYNCQEPPSPHIQ
PGLCGLGNLGNTCFMNSALQCLSN
TAPLTEYFLKDEYEAEINRDNPLGM
KGEIAEAYAELIKQMWSGRDTHVAP
RMFKTQVGRFAPQFSGYQQQDSQE
LLAFILDGLHEDLNRVKKKPYLEPKD
ANGRPDAVVAKEAWENHRLRNDSV
IVDTFHGLFKSTLVCPECAKVSVTFD
PFCYLTLPLPLKKDRIMEVFLVPADP
QCRPIQYRVTVPLMGAISDLCEALSK
LSGIAAENMVVTDVYNHRFHKIFQM
DEGLSHITPRDDIFVYEVCNTSMDG
SECITLPVYFREKKSRPSSASSGAVL
YGQPLLVSVPKHKLTLESLYQAVCD
RISRYIKQPLPDEFLSSPLEPGACNG
SRSSYEGDEEEEMDHQEEGKEQLS
EVEGSGEDDQGDDHSESAQKVKGQ
PRHKRLFTFSLVNSCGTADINSLATD
GKLLKLNSRSTLAIDWDSETRSLYFD
EQESEACEKHLSMSQPQKKKKAAV
ALRECIELFTTMETLGEHDPWYCPT
CKKHQQATKKFDLWSLPKILVVHLK
RFSYNRYWRDKLDTVVEFPVRALN
MSEFVCDRSARPYVYDLIAVSNHYG
AMGVGHYTAYAKNRLNGKWYYFDD
SSVSLASEDQIVTKAAYVLFYQRRDD
ECSSTSSLGSFPGSDGGVKLSSSHQ
GMGDEEAYNMDTN

True False 2.337 4.412 False False False False False


