
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P35228 NOS2_HUMAN Homo
sapiens

Nitric
oxide
synthase,
inducible

18.379595 NaN S234;T575;S578;S892 30379171 MACPWKFLFKTKFHQYAMNGEKDI
NNNVEKAPCATSSPVTQDDLQYHN
LSKQQNESPQPLVETGKKSPESLVK
LDATPLSSPRHVRIKNWGSGMTFQD
TLHHKAKGILTCRSKSCLGSIMTPKS
LTRGPRDKPTPPDELLPQAIEFVNQY
YGSFKEAKIEEHLARVEAVTKEIETT
GTYQLTGDELIFATKQAWRNAPRCI
GRIQWSNLQVFDARSCSTAREMFE
HICRHVRYSTNNGNIRSAITVFPQRS
DGKHDFRVWNAQLIRYAGYQMPDG
SIRGDPANVEFTQLCIDLGWKPKYG
RFDVVPLVLQANGRDPELFEIPPDLV
LEVAMEHPKYEWFRELELKWYALPA
VANMLLEVGGLEFPGCPFNGWYMG
TEIGVRDFCDVQRYNILEEVGRRMG
LETHKLASLWKDQAVVEINIAVLHSF
QKQNVTIMDHHSAAESFMKYMQNE
YRSRGGCPADWIWLVPPMSGSITPV
FHQEMLNYVLSPFYYYQVEAWKTH
VWQDEKRRPKRREIPLKVLVKAVLF
ACMLMRKTMASRVRVTILFATETGK
SEALAWDLGALFSCAFNPKVVCMD
KYRLSCLEEERLLLVVTSTFGNGDCP
GNGEKLKKSLFMLKELNNKFRYAVF
GLGSSMYPRFCAFAHDIDQKLSHLG
ASQLTPMGEGDELSGQEDAFRSWA
VQTFKAACETFDVRGKQHIQIPKLYT
SNVTWDPHHYRLVQDSQPLDLSKAL
SSMHAKNVFTMRLKSRQNLQSPTS
SRATILVELSCEDGQGLNYLPGEHL
GVCPGNQPALVQGILERVVDGPTPH
QTVRLEALDESGSYWVSDKRLPPCS
LSQALTYFLDITTPPTQLLLQKLAQV
ATEEPERQRLEALCQPSEYSKWKFT
NSPTFLEVLEEFPSLRVSAGFLLSQL
PILKPRFYSISSSRDHTPTEIHLTVAV
VTYHTRDGQGPLHHGVCSTWLNSL
KPQDPVPCFVRNASGFHLPEDPSHP
CILIGPGTGIAPFRSFWQQRLHDSQH
KGVRGGRMTLVFGCRRPDEDHIYQE
EMLEMAQKGVLHAVHTAYSRLPGK
PKVYVQDILRQQLASEVLRVLHKEPG
HLYVCGDVRMARDVAHTLKQLVAA
KLKLNEEQVEDYFFQLKSQKRYHED
IFGAVFPYEAKKDRVAVQPSSLEMSA
L

True False 4.437 4.725 3.186 2.327 1.527 4.121 2.99


