}Jl;l iprotKB Entry name organism full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma ©
sites sites reticulum apparatus membrane [r
P35235 PTN11_MOUSE Mus Tyrosine- 33.37696 NaN T62;T66;T542;T580(25153642;28135057;28528544;362 [MTSRRWFHPNITGVEAENLLLTRGV [True True 4.768 4.628 |2.99 2.406 1.869 4.584 2
musculus [protein 88343 DGSFLARPSKSNPGDFTLSVRRNGA
iphosphatase IVTHIKIQNTGDYYDLYGGEKFATLAE
non- LVQYYMEHHGQLKEKNGDVIELKYP
receptor LNCADPTSERWFHGHLSGKEAEKLL
type 11 TEKGKHGSFLVRESQSHPGDFVLSV

RTGDDKGESNDGKSKVTHVMIRCQ

ELKYDVGGGERFDSLTDLVEHYKKN
PMVETLGTVLQLKQPLNTTRINAAEI
ESRVRELSKLAETTDKVKQGFWEEF
ETLQQQECKLLYSRKEGQRQENKN

KNRYKNILPFDHTRVVLHDGDPNEP
IVSDYINANIIMPEFETKCNNSKPKKS
YIATQGCLQNTVNDFWRMVFQENS

RVIVMTTKEVERGKSKCVKYWPDEY
IALKEYGVMRVRNVKESAAHDYTLRE
LKLSKVGQGNTERTVWQYHFRTWP

DHGVPSDPGGVLDFLEEVHHKQESI
IVDAGPVVVHCSAGIGRTGTFIVIDILI

DIIREKGVDCDIDVPKTIQMVRSQRS
GMVQTEAQYRFIYMAVQHYIETLQR
RIEEEQKSKRKGHEYTNIKYSLVDQT
SGDQSPLPPCTPTPPCAEMREDSAR

IVYENVGLMQQQRSFR




