}Jl;l iprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi I extx:ace
name sites sites reticulum |apparatus| membrane region
P35278 RAB5C_MOUSE Mus Ras-  [41.355455 NaN S85 33300544;22645316;29187734;251 |MAGRGGAARPNGPAAGNKICQFKL |False False 2.613 [2.342  |2.042 1.62 1.834 3.76 1.838
musculus [related 53642;39627609 IVLLGESAVGKSSLVLRFVKGQFHEY
protein QESTIGAAFLTQTVCLDDTTVKFEIW
Rab- DTAGQERYHSLAPMYYRGAQAAIVV
5C

YDITNTDTFARAKNWVKELQRQASP
NIVIALAGNKADLASKRAVEFQEAQA
IYADDNSLLFMETSAKTAMNVNEIF
MAIAKKLPKNEPQNAAGAPGRTRGV
DLQESNPASRSQCCSN




