UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
P35279 RAB6A_MOUSE [Mus Ras- [27.19999 S23;T31|S184 33300544;30016717 MSAGGDFGNPLRKFKLVFLGEQSV (True True 4.221 [2.798 |1.683 2.214 5.0 2.237 1.703
musculus |related GKTSLITRFMYDSFDNTYQATIGIDF
protein LSKTMYLEDRTVRLQLWDTAGQERF
Rab- RSLIPSYIRDSTVAVVVYDITNVNSFQ
6A QTTKWIDDVRTERGSDVIIMLVGNK

TDLADKRQVSIEEGERKAKELNVMF
IETSAKAGYNVKQLFRRVAAALPGM
ESTQDRSREDMIDIKLEKPQEQPVN
EGGCSC




