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UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular [extracellular|cytosol nucleus mitochndrion enc.loplasmlc golgi - extl:acellular
ID name sites sites reticulum apparatus membrane region
P35285 RB22A_MOUSE [Mus Ras- [25.019509 T88 NaN 34418053  MALRELKVCLLGDTGVGKSSIVWRF |False False 3.545 [2.535 1.392 1.527 1.894 3.785 2.084
musculus [related VEDSFDPNINPTIGASFMTKTVQYQ

protein NELHKFLIWDTAGQERFRALAPMYY

Rab- RGSAAAIIVYDITKEETFSTLKNWVR

22A

ELRQHGPPSIVVAIAGNKCDLTDVRE
IVMERDAKDYADSIHAIFVETSAKNAI
NINELFIEISRRIPSTDANPASGGKGF
KLRRQPSEPKRSCC




