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Entry name |organism |full name oglcnacscore oglcnac phosphorylation |y ,pyg sequence intracellular |extracellular cytosol [nucleus mitochndrion endoplasmic golgi plasma jextracell
1D sites  [sites reticulum |apparatus membrane region
P35505 FAAA MOUSE |Mus Fumarylacetoacetase |29.010301 NaN S84;592;S309;S417|37453647;39927985 MSFIPVAEDSDFPIQNLPYGVFSTQS |[False False 0.33 False False False False False False

musculus

NPKPRIGVAIGDQILDLSVIKHLFTGP
IALSKHQHVFDETTLNNFMGLGQAA
WKEARASLQNLLSASQARLRDDKEL
RQRAFTSQASATMHLPATIGDYTDF
[YSSRQHATNVGIMFRGKENALLPN
WLHLPVGYHGRASSIVVSGTPIRRP
MGQMRPDNSKPPVYGACRLLDMEL
EMAFFVGPGNRFGEPIPISKAHEHIF
GMVLMNDWSARDIQQWEYVPLGPF
LGKSFGTTISPWVVPMDALMPFVVP
NPKQDPKPLPYLCHSQPYTFDINLSV
SLKGEGMSQAATICRSNFKHMYWT
MLQQLTHHSVNGCNLRPGDLLASG
TISGSDPESFGSMLELSWKGTKAIDV
EQGQTRTFLLDGDEVIITGHCQGDG
YRVGFGQCAGKVLPALSPA




