UniprotKB Entry name |organism full name |oglcnacscore oglcnac phosphorylation |,y yyy¢ sequence intracellular |extracellular |cytosol [nucleus mitochndrion endoplasmic golgi plasma extr:

D sites [sites reticulum |apparatus membrane [regi

P35527 K1C9 _HUMAN |[Homo Keratin, 26.103696 NaN S14;S57 39990658;37217939;33214551;410 [MSCRQFSSSYLSRSGGGGGGGLGS ([True False 4.596 [4.619 1.14 1.067 0.863 1.487 4.32.
sapiens |type I 18975;22967762;26853435;386659 |GGSIRSSYSRFSSSGGGGGGGRFSSS

cytoskeletal
9

16;34019948

SGYGGGSSRVCGRGGGGSFGYSYGG
GSGGGFSASSLGGGFGGGSRGFGGA
SGGGYSSSGGFGGGFGGGSGGGFG
GGYGSGFGGFGGFGGGAGGGDGGI
LTANEKSTMQELNSRLASYLDKVQA
LEEANNDLENKIQDWYDKKGPAAIQ
KNYSPYYNTIDDLKDQIVDLTVGNN
KTLLDIDNTRMTLDDFRIKFEMEQN
LRQGVDADINGLRQVLDNLTMEKS
DLEMQYETLQEELMALKKNHKEEM
SQLTGQNSGDVNVEINVAPGKDLTK
TLNDMRQEYEQLIAKNRKDIENQYE
TQITQIEHEVSSSGQEVQSSAKEVTQ
LRHGVQELEIELQSQLSKKAALEKSL
EDTKNRYCGQLQMIQEQISNLEAQI
TDVRQEIECQNQEYSLLLSIKMRLEK
EIETYHNLLEGGQEDFESSGAGKIGL
GGRGGSGGSYGRGSRGGSGGSYGG
GGSGGGYGGGSGSRGGSGGSYGGG
SGSGGGSGGGYGGGSGGGHSGGSG
GGHSGGSGGNYGGGSGSGGGSGGG
YGGGSGSRGGSGGSHGGGSGFGGE
SGGSYGGGEEASGSGGGYGGGSGKS
SHS




