}J1;1 iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus mitochndrion en(}oplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
P35561 KCNJ2_MOUSE |Mus Inward  |24.474581 NaN NaN 33300544 MGSVRTNRYSIVSSEEDGMKLATMA |False True 2.082 |2.25 2.015 3.383 2.925 4.818 2.292
musculus [rectifier 'VANGFGNGKSKVHTRQQCRSRFVK
potassium KDGHCNVQFINVGEKGQRYLADIFT
channel 2 TCVDIRWRWMLVIFCLAFVLSWLFF

GCVFWLIALLHGDLDTSKVSKACVS
EVNSFTAAFLFSIETQTTIGYGFRCVT
DECPIAVFMVVFQSIVGCIIDAFIIGA
'VMAKMAKPKKRNETLVFSHNAVIA
MRDGKLCLMWRVGNLRKSHLVEA
HVRAQLLKSRITSEGEYIPLDQIDINV
GFDSGIDRIFLVSPITIVHEIDEDSPLY
DLSKQDIDNADFEIVVILEGMVEATA
MTTQCRSSYLANEILWGHRYEPVLF
EEKHYYKVDYSRFHKTYEVPNTPLC
SARDLAEKKYILSNANSFCYENEVAL
TSKEEEEDSENGVPESTSTDSPPGID
LHNQASVPLEPRPLRRESEI




