}J];l iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi : extl:acellular
sites sites reticulum apparatus membrane region
P35576 G6PC1_MOUSE Mus Glucose-6- |38.223321 NaN NaN 40997131 MEEGMNILHDFGIQSTRYLQVNYQD [False True 2.711 [2.838  [2.822 5.0 1.53 3.39 2.622
musculus [phosphatase SQDWFILVSVIADLRNAFYVLFPIWF
catalytic HLKETVGINLLWVAVVGDWFNLVFK
subunit 1 WILFGQRPYWWVLDTDYYSNSSVPII
KQFPVTCETGPGSPSGHAMGAAGVY

YVMVTSTLAIFRGKKKPTYGFRCLNV
ILWLGFWAVQLNVCLSRIYLAAHFP
HQVVAGVLSGIAVAETFSHIRGIYNA
SLRKYCLITIFLFGFALGFYLLLKGLG
VDLLWTLEKAKRWCERPEWVHLDT
TPFASLFKNLGTLLGLGLALNSSMY
RKSCKGELSKLLPFRFACIVASLVLL
HLFDSLKPPSQVELIFYILSFCKSATV
PFASVSLIPYCLARILGQTHKKSL




