UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi plasma ext
ID mame sites sites reticulum |apparatus|membrane re(
P35606 COPB2_HUMAN |Homo Coatomer (15.498382 S423;S432(S859;T861 34725712;38665916;34019948;294 |MPLRLDIKRKLTARSDRVKSVDLHP (True True 4.568 [1.312 |0.469 4.0 5.0 False Fa.
sapiens  [subunit 85866;33214551;32870666;321195 [TEPWMLASLYNGSVCVWNHETQTL
beta' 11;35138101;40596516;29351928;3 [VKTFEVCDLPVRAAKFVARKNWVVT

7217939

GADDMQIRVFNYNTLERVHMFEAH
SDYIRCIAVHPTQPFILTSSDDMLIKL
IWDWDKKWSCSQVFEGHTHYVMQI
IVINPKDNNQFASASLDRTIKVWQLG
SSSPNFTLEGHEKGVNCIDYYSGGD
KPYLISGADDRLVKIWDYQNKTCVQ
TLEGHAQNVSCASFHPELPIIITGSE
DGTVRIWHSSTYRLESTLNYGMERV
IWCVASLRGSNNVALGYDEGSIIVKL
GREEPAMSMDANGKIIWAKHSEVQ
QANLKAMGDAEIKDGERLPLAVKD
MGSCEIYPQTIQHNPNGRFVVVCGD
GEYIIYTAMALRNKSFGSAQEFAWA
HDSSEYAIRESNSIVKIFKNFKEKKS
FKPDFGAESIYGGFLLGVRSVNGLAF
YDWDNTELIRRIEIQPKHIFWSDSGE
LVCIATEESFFILKYLSEKVLAAQETH
EGVTEDGIEDAFEVLGEIQEIVKTGL
IWVGDCFIYTSSVNRLNYYVGGEIVTI
IAHLDRTMYLLGYIPKDNRLYLGDKE
LNIISYSLLVSVLEYQTAVMRRDFSM
IADKVLPTIPKEQRTRVAHFLEKQGFK
QQALTVSTDPEHRFELALQLGELKIA
YQLAVEAESEQKWKQLAELAISKCQ
FGLAQECLHHAQDYGGLLLLATASG
NANMVNKLAEGAERDGKNNVAFM
SYFLQGKVDACLELLIRTGRLPEAAF
LARTYLPSQVSRVVKLWRENLSKVN
QKAAESLADPTEYENLFPGLKEAFV
VEEWVKETHADLWPAKQYPLVTPN
EERNVMEEGKDFQPSRSTAQQELD
GKPASPTPVIVASHTANKEEKSLLEL
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