UniprotKB Entry name |organism full name |oglcnacscore o-glcnac iphosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi pl
ID sites reticulum |apparatus m
P35711 SOX5 _HUMAN Homo Transcription|17.353171 S164 S21;T131;S370;T372;S411;S414;S4 |30379171;29485866;38665916 MLTDPDLPQEFERMSSKRPASPYGE [None None None [None |None None None N«
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IADGEVAMVTSRQKVEEEESDGLPAF
HLPLHVSFPNKPHSEEFQPVSLLTQ
ETCGHRTPTSQHNTMEVDGNKVMS
SFAPHNSSTSPQKAEEGGRQSGESL
SSTALGTPERRKGSLADVVDTLKQR
KMEELIKNEPEETPSIEKLLSKDWK
DKLLAMGSGNFGEIKGTPESLAEKE
RQLMGMINQLTSLREQLLAAHDEQ
KKLAASQIEKQRQQMELAKQQQEQI
IARQQQQLLQQQHKINLLQQQIQVQ
GQLPPLMIPVFPPDQRTLAAAAQQG
FLLPPGFSYKAGCSDPYPVQLIPTTM
IAAAAAATPGLGPLQLQQLYAAQLAA
MQVSPGGKLPGIPQGNLGAAVSPTSI
HTDKSTNSPPPKSKDEVAQPLNLSA
KPKTSDGKSPTSPTSPHMPALRINSG
IAGPLKASVPAALASPSARVSTIGYLN
DHDAVTKAIQEARQMKEQLRREQQ
IVLDGKVAVVNSLGLNNCRTEKEKTT
LESLTQQLAVKQNEEGKFSHAMMD
FNLSGDSDGSAGVSESRIYRESRGR
GSNEPHIKRPMNAFMVWAKDERRK
ILQAFPDMHNSNISKILGSRWKAMT
NLEKQPYYEEQARLSKQHLEKYPDY
KYKPRPKRTCLVDGKKLRIGEYKAIM
RNRRQEMRQYFNVGQQAQIPIATAG
[VVYPGAIAMAGMPSPHLPSEHSSVS
SSPEPGMPVIQSTYGVKGEEPHIKEE
IQAEDINGEIYDEYDEEEDDPDVDYG
SDSENHIAGQAN




