}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac sites  [PRoSPRorylation by g sequence intracellular [extracellular [cytosol nucleus mitochndrion endoplasmic golgi plasma
sites reticulum apparatus membra
P35908 K22E_HUMAN [Homo Keratin, 23.68945 S557;S569;S579|S23;S26;S62 39990658;37217939;33214551;410 [MSCQISCKSRGRGGGGGGFRGFSS [True False 4.703 |4.51 1.117 0.941 2.103 4.308
sapiens |type II 18975;40596516;26853435;350838 |GSAVVSGGSRRSTSSFSCLSRHGGG
cytoskeletal 52;34019948;28510447;29351928 |GGGFGGGGFGSRSLVGLGGTKSISIS
2 IVAGGGGGFGAAGGFGGRGGGFGGG
epidermal SSFGGGSGFSGGGFGGGGFGGGRF

GGFGGPGGVGGLGGPGGFGPGGYP
GGIHEVSVNQSLLQPLNVKVDPEIQ
NVKAQEREQIKTLNNKFASFIDKVR
FLEQQNQVLQTKWELLQQMNVGTR
PINLEPIFQGYIDSLKRYLDGLTAERT
SQNSELNNMQDLVEDYKKKYEDEI
NKRTAAENDFVTLKKDVDNAYMIKV
ELQSKVDLLNQEIEFLKVLYDAEISQI
HQSVTDTNVILSMDNSRNLDLDSIIA
EVKAQYEEIAQRSKEEAEALYHSKYE
ELQVTVGRHGDSLKEIKIEISELNRVI
QRLQGEIAHVKKQCKNVQDAIADAE
QRGEHALKDARNKLNDLEEALQQA
KEDLARLLRDYQELMNVKLALDVEI
IATYRKLLEGEECRMSGDLSSNVTVS
IVTSSTISSNVASKAAFGGSGGRGSSS
GGGYSSGSSSYGSGGRQSGSRGGSG
GGGSISGGGYGSGGGSGGRYGSGGG
SKGGSISGGGYGSGGGKHSSGGGSR
GGSSSGGGYGSGGGGSSSVKGSSGE
IAFGSSVTFSFR




