UniprotKB Entry name organism [full name oglcnacscore ogjlcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi - extl.*acellular
ID sites sites reticulum apparatus membrane region
P35913 PDE6B_HUMAN Homo Rod cGMP- 26.250033 S694;T704 [NaN 30620550 MSLSEEQARSFLDQNPDFARQYFGK [None None None [None None None None None None
sapiens  [specific 3',5'- KLSPENVAAACEDGCPPDCDSLRDL
cyclic CQVEESTALLELVQDMQESINMERV

iphosphodiesterase
subunit beta

IVFKVLRRLCTLLQADRCSLFMYRQR
NGVAELATRLFSVQPDSVLEDCLVP
PDSEIVFPLDIGVVGHVAQTKKMVN
VEDVAECPHFSSFADELTDYKTKNM
LATPIMNGKDVVAVIMAVNKLNGPF
FTSEDEDVFLKYLNFATLYLKIYHLS
[YLHNCETRRGQVLLWSANKVFEELT
DIERQFHKAFYTVRAYLNCERYSVGL
LDMTKEKEFFDVWSVLMGESQPYS
GPRTPDGREIVFYKVIDYVLHGKEEI
KVIPTPSADHWALASGLPSYVAESGF
ICNIMNASADEMFKFQEGALDDSG
WLIKNVLSMPIVNKKEEIVGVATFYN
RKDGKPFDEQDEVLMESLTQFLGW
SVMNTDTYDKMNKLENRKDIAQDM
VLYHVKCDRDEIQLILPTRARLGKEP
ADCDEDELGEILKEELPGPTTFDIYE
FHFSDLECTELDLVKCGIQMYYELG
IVVRKFQIPQEVLVRFLFSISKGYRRIT
[YHNWRHGFNVAQTMFTLLMTGKLK
SYYTDLEAFAMVTAGLCHDIDHRGT
NNLYQMKSQNPLAKLHGSSILERH
HLEFGKFLLSEETLNIYQNLNRRQH
EHVIHLMDIAIIATDLALYFKKRAMF
QKIVDESKNYQDKKSWVEYLSLETT
RKEIVMAMMMTACDLSAITKPWEV
QSKVALLVAAEFWEQGDLERTVLDQ
QPIPMMDRNKAAELPKLQVGFIDFV
CTFVYKEFSRFHEEILPMFDRLQNN
RKEWKALADEYEAKVKALEEKEEEE
RVAAKKVGTEICNGGPAPKSSTCCIL




