UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol |nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
P36086 'YKH1_YEAST [Saccharomyces [Uncharacterized [24.475439 NaN NaN 33229814 MNTSSRITYFIIGGSRGIGFNLVKILS [None None None [None None None None None None
cerevisiae oxidoreductase IASTGNTVITSIRGSPSLPKNKQVEDL
'YKLO71W IAKIRKNIHIVQLDLTKDESIGNIADEI

KKTPFFLGIDIFIACSAVSDSYYKVLE
TPKSVWLNHYSTNALGPILALQKVYP
LLLLKKTRKIFFISSVAGSINAFVPLS
IVSAYGQSKAALNYAVKTLSFELKPEG
FTVVAFHPGMVSTDMGQYGLDHFK
EKNIDISGVNIITPEESASALIDVFRKI
LPEDNGKFFNYDGSEGVF




