UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en('loplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
P36941 TNR3_HUMAN [Homo Tumor 28.275761 NaN S323 39894887 MLLPWATSAPGLAWGPLVLGLFGLL |False True 2.234 [2.71 1.801 1.668 4.475 4.724 3.076
sapiens necrosis AASQPQAVPPYASENQTCRDQEKEY

factor YEPQHRICCSRCPPGTYVSAKCSRIR

receptor DTVCATCAENSYNEHWNYLTICQLC

superfamily RPCDPVMGLEEIAPCTSKRKTQCRC

member 3 QPGMFCAAWALECTHCELLSDCPP

GTEAELKDEVGKGNNHCVPCKAGH
FQNTSSPSARCQPHTRCENQGLVEA
APGTAQSDTTCKNPLEPLPPEMSGT
MLMLAVLLPLAFFLLLATVFSCIWKS
HPSLCRKLGSLLKRRPQGEGPNPVA
GSWEPPKAHPYFPDLVQPLLPISGDV
SPVSTGLPAAPVLEAGVPQQQSPLDL
TREPQLEPGEQSQVAHGTNGIHVTG
GSMTITGNIYIYNGPVLGGPPGPGDL
PATPEPPYPIPEEGDPGPPGLSTPHQ
EDGKAWHLAETEHCGATPSNRGPR
NQFITHD




