UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P36993 PPM1B_MOUSE Mus Protein 33.218136 NaN S386 37507081;22645316 MGAFLDKPKTEKHNAHGAGNGLRY |None None None (None None None None None None
musculus [phosphatase GLSSMQGWRVEMEDAHTAVVGIPH
1B

GLDNWSFFAVYDGHAGSRVANYCS
THLLEHITTNEDFRAADKSGSALEPS
VESVKTGIRTGFLKIDEYMRNFSDLR
NGMDRSGSTAVGVMVSPTHMYFIN
CGDSRAVLCRNGQVCFSTQDHKPC
NPVEKERIQNAGGSVMIQRVNGSLA
VSRALGDYDYKCVDGKGPTEQLVSP
EPEVYEIVRAEEDEFVVLACDGIWDV
MSNEELCEFVKSRLEVSDDLENVC
NWVVDTCLHKGSRDNMSVVLVCFS
NAPKVSEEAVKRDSELDKHLESRVE
EIMQKSGEEGMPDLAHVMRILSAE
NIPNLPPGGGLAGKRHVIEAVYSRLN
PHKDNDGGAGDLEDSLVAL




