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P37370 VRP1_YEAST Saccharomyces
cerevisiae

Verprolin 24.475439 NaN S519;S762 33229814 MAGAPAPPPPPPPPALGGSAPKPAKS
VMQGRDALLGDIRKGMKLKKAETN
DRSAPIVGGGVVSSASGSSGTVSSKG
PSMSAPPIPGMGAPQLGDILAGGIPK
LKHINNNASTKPSPSASAPPIPGAVP
SVAAPPIPNAPLSPAPAVPSIPSSSAP
PIPDIPSSAAPPIPIVPSSPAPPLPLSG
ASAPKVPQNRPHMPSVRPAHRSHQ
RKSSNISLPSVSAPPLPSASLPTHVS
NPPQAPPPPPTPTIGLDSKNIKPTDN
AVSPPSSEVPAGGLPFLAEINARRSE
RGAVEGVSSTKIQTENHKSPSQPPLP
SSAPPIPTSHAPPLPPTAPPPPSLPNV
TSAPKKATSAPAPPPPPLPAAMSSAS
TNSVKATPVPPTLAPPLPNTTSVPPN
KASSMPAPPPPPPPPPGAFSTSSALS
ASSIPLAPLPPPPPPSVATSVPSAPPP
PPTLTTNKPSASSKQSKISSSSSSSAV
TPGGPLPFLAEIQKKRDDRFVVGGD
TGYTTQDKQEDVIGSSKDDNVRPSPI
SPSINPPKQSSQNGMSFLDEIESKL
HKQTSSNAFNAPPPHTDAMAPPLPP
SAPPPPITSLPTPTASGDDHTNDKSE
TVLGMKKAKAPALPGHVPPPPVPPV
LSDDSKNNVPAASLLHDVLPSSNLE
KPPSPPVAAAPPLPTFSAPSLPQQSV
STSIPSPPPVAPTLSVRTETESISKNP
TKSPPPPPSPSTMDTGTSNSPSKNL
KQRLFSTGGSTLQHKHNTHTNQPD
VDVGRYTIGGSNSIVGAKSGNERIVI
DDSRFKWTNVSQMPKPRPFQNKTK
LYPSGKGSSVPLDLTLFT

None None None None None None None None None


