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P38060 HMGCL_MOUSE Mus Hydroxymethylglutaryl- [27.189867 NaN NaN 37453647;28135057;37507081;362 |MASVRKAFPRRLVGLTSLRAVSTSS ([True False 1.773 |1.448 |[5.0 1.388 0.682 1.3
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MGTLPKQVKIVEVGPRDGLQNEKSI
VPTPVKIRLIDMLSEAGLPVIEATSFV
SPKWVPQMADHSDVLKGIQKFPGIN
YPVLTPNMKGFEEAVAAGAKEVSVF
GAVSELFTRKNANCSIEESFQRFAG
VMQAAQAASISVRGYVSCALGCPYE
GKVSPAKVAEVAKKLYSMGCYEISLG
DTIGVGTPGLMKDMLTAVMHEVPV
TALAVHCHDTYGQALANTLVALQM
GVSVVDSSVAGLGGCPYAKGASGNL
ATEDLVYMLNGLGIHTGVNLQKLLE
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