UniprotkB Entry name [organism full name oglcnacscore oglcnac P, OSPAOLY lation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane |region
P38129 TAF5 _YEAST |Saccharomyces |Transcription |24.475439 NaN S299;S411;S415;S787 33229814  MSQKQSTNQNQNGTHQPQPVKNQ |None None None [None None None None None None
cerevisiae initiation RTNNAAGANSGQQPQQQSQGAQSQQ
factor TFIID QGRSNGPFSASDLNRIVLEYLNKKG
subunit 5 YHRTEAMLRAESGRTLTPQNKQSPA

NTKTGKFPEQSSIPPNPGKTAKPISN
PTNLSSKRDAEGGIVSSGRLEGLNA
PENYIRAYSMLKNWVDSSLEIYKPEL
SYIMYPIFIYLFLNLVAKNPVYARRFF
DRFSPDFKDFHGSEINRLFSVNSID
HIKENEVASAFQSHKYRITMSKTTL
NLLLYFLNENESIGGSLIISVINQHLD
PNIVESVTAREKLADGIKVLSDSENG
NGKQNLEMNSVPVKLGPFPKDEEF
IVKEIETELKIKDDQEKQLNQQTAGD
NYSGANNRTLLQEYKAMNNEKFKD
NTGDDDKDKIKDKIAKDEEKKESEL
KVDGEKKDSNLSSPARDILPLPPKTA
LDLKLEIQKVKESRDAIKLDNLQLAL
PSVCMYTFQNTNKDMSCLDFSDDC
RIAAAGFQDSYIKIWSLDGSSLNNPN
TALNNNDKDEDPTCKTLVGHSGTVY
STSFSPDNKYLLSGSEDKTVRLWSM
DTHTALVSYKGHNHPVWDVSFSPL
GHYFATASHDQTARLWSCDHIYPLR
IFAGHLNDVDCVSFHPNGCYVFTGS
SDKTCRMWDVSTGDSVRLFLGHTA
PVISIAVCPDGRWLSTGSEDGIINVW
DIGTGKRLKQMRGHGKNAIYSLSYS
KEGNVLISGGADHTVRVWDLKKATT
EPSAEPDEPFIGYLGDVTASINQDIK
EYGRRRTVIPTSDLVASFYTKKTPVF
KVKFSRSNLALAGGAFRP




