
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P38435 VKGC_HUMAN Homo
sapiens

Vitamin	K-
dependent
gamma-
carboxylase

18.850639 T653 NaN 31492838;33214551;34019948;292
37092;34725712;38665916

MAVSAGSARTSPSSDKVQKDKAELI
SGPRQDSRIGKLLGFEWTDLSSWRR
LVTLLNRPTDPASLAVFRFLFGFLMV
LDIPQERGLSSLDRKYLDGLDVCRFP
LLDALRPLPLDWMYLVYTIMFLGAL
GMMLGLCYRISCVLFLLPYWYVFLL
DKTSWNNHSYLYGLLAFQLTFMDA
NHYWSVDGLLNAHRRNAHVPLWN
YAVLRGQIFIVYFIAGVKKLDADWVE
GYSMEYLSRHWLFSPFKLLLSEELT
SLLVVHWGGLLLDLSAGFLLFFDVS
RSIGLFFVSYFHCMNSQLFSIGMFS
YVMLASSPLFCSPEWPRKLVSYCPR
RLQQLLPLKAAPQPSVSCVYKRSRG
KSGQKPGLRHQLGAAFTLLYLLEQL
FLPYSHFLTQGYNNWTNGLYGYSW
DMMVHSRSHQHVKITYRDGRTGEL
GYLNPGVFTQSRRWKDHADMLKQY
ATCLSRLLPKYNVTEPQIYFDIWVSI
NDRFQQRIFDPRVDIVQAAWSPFQR
TSWVQPLLMDLSPWRAKLQEIKSSL
DNHTEVVFIADFPGLHLENFVSEDL
GNTSIQLLQGEVTVELVAEQKNQTL
REGEKMQLPAGEYHKVYTTSPSPSC
YMYVYVNTTELALEQDLAYLQELKE
KVENGSETGPLPPELQPLLEGEVKG
GPEPTPLVQTFLRRQQRLQEIERRR
NTPFHERFFRFLLRKLYVFRRSFLM
TCISLRNLILGRPSLEQLAQEVTYAN
LRPFEAVGELNPSNTDSSHSNPPES
NPDPVHSEF

False True 1.394 2.45 1.709 4.401 1.232 2.184 1.699


