:J];l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |(sequence intracellular extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl“acellular
name sites sites reticulum apparatus membrane region
P39059 COFA1_HUMAN Homo Collagen |22.903221 T210 NaN 38253038 MAPRRNNGQCWCLLMLLSVSTPLP [False True 2.01 1.798 [2.751 4.285 0.735 3.333 4.467
sapiens [alpha- AVTQTRGATETASQGHLDLTQLIGVP
1(XV) LPSSVSFVTGYGGFPAYSFGPGANV
chain GRPARTLIPSTFFRDFAISVVVKPSST

RGGVLFAITDAFQKVIYLGLRLSGVE
DGHQRIILYYTEPGSHVSQEAAAFSV
PVMTHRWNRFAMIVQGEEVTLLVN
CEEHSRIPFQRSSQALAFESSAGIFM
GNAGATGLERFTGSLQQLTVHPDPR
TPEELCDPEESSASGETSGLQEADG
VAEILEAVTYTQASPKEAKVEPINTPP
TPSSPFEDMELSGEPVPEGTLETTN
MSIIQHSSPKQGSGEILNDTLEGVHS
VDGDPITDSGSGAGAFLDIAEEKNLA
ATAAGLAEVPISTAGEAEASSVPTGG
PTLSMSTENPEEGVTPGPDNEERLA
ATAAGEAEALASMPGEVEASGVAPG
ELDLSMSAQSLGEEATVGPSSEDSL
TTAAAATEVSLSTFEDEEASGVPTDG
LAPLTATMAPERAVTSGPGDEEDLA
AATTEEPLITAGGEESGSPPPDGPPL
PLPTVAPERWITPAQREHVGMKGQA
GPKGEKGDAGEELPGPPEPSGPVGP
TAGAEAEGSGLGWGSDVGSGSGDL
VGSEQLLRGPPGPPGPPGLPGIPGKP
GTDVFMGPPGSPGEDGPAGEPGPPG
PEGQPGVDGATGLPGMKGEKGARG
PNGSVGEKGDPGNRGLPGPPGKKG
QAGPPGVMGPPGPPGPPGPPGPGCT
MGLGFEDTEGSGSTQLLNEPKLSRP
TAAIGLKGEKGDRGPKGERGMDGAS
IVGPPGPRGPPGHIKVLSNSLINITHG
FMNFSDIPELVGPPGPDGLPGLPGF
PGPRGPKGDTGLPGFPGLKGEQGEK
GEPGAILTEDIPLERLMGKKGEPGM
HGAPGPMGPKGPPGHKGEFGLPGR
PGRPGLNGLKGTKGDPGVIMQGPPG
LPGPPGPPGPPGAVINIKGAIFPIPVR
PHCKMPVDTAHPGSPELITFHGVKG
EKGSWGLPGSKGEKGDQGAQGPPG
PPLDLAYLRHFLNNLKGENGDKGFK
GEKGEKGDINGSFLMSGPPGLPGNP
GPAGQKGETVVGPQGPPGAPGLPGP
PGFGRPGDPGPPGPPGPPGPPAILGA
AVALPGPPGPPGQPGLPGSRNLVTA
FSNMDDMLQKAHLVIEGTFIYLRDS
TEFFIRVRDGWKKLQLGELIPIPADS
PPPPALSSNPHQLLPPPNPISSANYE
KPALHLAALNMPFSGDIRADFQCFK
QARAAGLLSTYRAFLSSHLQDLSTIV
RKAERYSLPIVNLKGQVLFNNWDSI
FSGHGGQFNMHIPIYSFDGRDIMTD
PSWPQKVIWHGSSPHGVRLVDNYC
EAWRTADTAVTGLASPLSTGKILDQK
AYSCANRLIVLCIENSFMTDARK




