UniprotKB Entry name [organism full name oglcnacscore o.glcnac phosp ylation sites PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma exn.
ID sites reticulum apparatus membrane [regi
P39523 IYM11 YEAST |Saccharomyces |Uncharacterized 24.475439 NaN S553;S586;S619;S649;S681;S766;S (33229814 MDAGLSTMATRNGQSSARVKLRNN [None None None |None None None None None Non
cerevisiae protein 771 LLNNDIGNIDIRDETPISRNGNDSNI
IYMR124W NIQPSSVPQQQQQQQQYYRNGMNE

APIQAPLQQRQIPMQNYSQQQRQQQ
QYNFEYSNPHMNEIPLMQHNFTKP
SLSNNRDNVNGKKASSFTQSSFSNF
FKHKHQFGKSKKNTKGTGGGGDGD
DDDEVILDDSANSDLTFNDIQTFGH
KGGDKYGYGGDSTPIIPTLVTKDRGN
MSNTEYRKYITNQRKTAMNAMAKQ
TKNGTLASLPPRAMSLQSFPNGNPL
MQAPTPHPRFQPNKMVSANYSRSN
SLMSGPPGQFRQPQQQRMLPMNN
YNNHPGQFQNTPPVMPSGQQPPQQ
PRTLSLTNGPRYSPQNPRPFAGHQQ
ISQRQQQQQQQLQLHPMSEGYRTM
SLQSQNVPQGFNPWSPNDNDRKAV
SMKQPISQSSISSKNNSAYSIPNVQN
NSLTTFSPSSPTDATAMPNSTKQGS
SPLKKQVNIDQPIENKGKLNVLQLST
PQQNELKEKERKLAEMEKSLREREA
LVEEKEKERAEKNTEANEEEEISHE
SDDLNLRPASALETGLKDLKLESESA
VANRASLSTFSSTFSDSPSKQRIINT
RTGMYKLENSTDINEYVTAQEFPSP
GKYNSNSDNGEMNTTNEVDFDENT
SKRASLLQSIPERDPKRNVSDATIKR
RESDGNGRRLSNVNISMNQENINN
DTFLYKKNNRDGHLSAVSHMSSSS
RRSFISNTLPLNIDSASESDNFVPHM
DGSPSKTKSAPVSYDKDGMNASEED
FSFDNTLAKPYEPLYARRGDITSAGS
TSGEDSSQPKMITISGEQLNLITENK
ELMNELTLVSTELAESIKRETELEER
IRLYETNNSAPSFDDSSSVSFSDFEK
ELRKKSSKIVQLIQQLNDERLKRFIA
EEQLLLQENGTKPSSMELVGRIENL
NKLIDERDSEIEMLKGRLQ




