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ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion

0

P39880 CUX1_HUMAN Homo
sapiens

Homeobox
protein
cut-like	1

38.441529 S734;S736;T739;T742;S749;S755;S
756

S763;S909;S1059;S1069;S1270;S13
37;S1455;S1486;S1496;S540

35289036;28657654;30379171;314
92838;30059200;29237092;395314
97;40307207;30620550;35132862;3
4846842;32574038;39534244;3525
4053

MLCVAGARLKRELDATATVLANRQD
ESEQSRKRLIEQSREFKKNTPEDLR
KQVAPLLKSFQGEIDALSKRSKEAEA
AFLNVYKRLIDVPDPVPALDLGQQLQ
LKVQRLHDIETENQKLRETLEEYNK
EFAEVKNQEVTIKALKEKIREYEQTL
KNQAETIALEKEQKLQNDFAEKERK
LQETQMSTTSKLEEAEHKVQSLQTA
LEKTRTELFDLKTKYDEETTAKADEI
EMIMTDLERANQRAEVAQREAETLR
EQLSSANHSLQLASQIQKAPDVEQAI
EVLTRSSLEVELAAKEREIAQLVEDV
QRLQASLTKLRENSASQISQLEQQL
SAKNSTLKQLEEKLKGQADYEEVKK
ELNILKSMEFAPSEGAGTQDAAKPL
EVLLLEKNRSLQSENAALRISNSDLS
GSARRKGKDQPESRRPGSLPAPPPS
QLPRNPGEQASNTNGTHQFSPAGLS
QDFFSSSLASPSLPLASTGKFALNSL
LQRQLMQSFYSKAMQEAGSTSMIFS
TGPYSTNSISSQSPLQQSPDVNGMA
PSPSQSESAGSVSEGEEMDTAEIAR
QVKEQLIKHNIGQRIFGHYVLGLSQG
SVSEILARPKPWNKLTVRGKEPFHK
MKQFLSDEQNILALRSIQGRQRENP
GQSLNRLFQEVPKRRNGSEGNITTR
IRASETGSDEAIKSILEQAKRELQVQ
KTAEPAQPSSASGSGNSDDAIRSILQ
QARREMEAQQAALDPALKQAPLSQS
DITILTPKLLSTSPMPTVSSYPPLAISL
KKPSAAPEAGASALPNPPALKKEAQ
DAPGLDPQGAADCAQGVLRQVKNE
VGRSGAWKDHWWSAVQPERRNAA
SSEEAKAEETGGGKEKGSGGSGGGS
QPRAERSQLQGPSSSEYWKEWPSAE
SPYSQSSELSLTGASRSETPQNSPLP
SSPIVPMSKPTKPSVPPLTPEQYEVY
MYQEVDTIELTRQVKEKLAKNGICQ
RIFGEKVLGLSQGSVSDMLSRPKPW
SKLTQKGREPFIRMQLWLNGELGQ
GVLPVQGQQQGPVLHSVTSLQDPLQ
QGCVSSESTPKTSASCSPAPESPMSS
SESVKSLTELVQQPCPPIEASKDSKP
PEPSDPPASDSQPTTPLPLSGHSALS
IQELVAMSPELDTYGITKRVKEVLTD
NNLGQRLFGETILGLTQGSVSDLLA
RPKPWHKLSLKGREPFVRMQLWLN
DPNNVEKLMDMKRMEKKAYMKRR
HSSVSDSQPCEPPSVGTEYSQGASP
QPQHQLKKPRVVLAPEEKEALKRAY
QQKPYPSPKTIEDLATQLNLKTSTVI
NWFHNYRSRIRRELFIEEIQAGSQG
QAGASDSPSARSGRAAPSSEGDSCD
GVEATEGPGSADTEEPKSQGEAERE
EVPRPAEQTEPPPSGTPGPDDARDD
DHEGGPVEGPGPLPSPASATATAAP
AAPEDAATSAAAAPGEGPAAPSSAPP
PSNSSSSSAPRRPSSLQSLFGLPEAA
GARDSRDNPLRKKKAANLNSIIHRL
EKAASREEPIEWEF
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